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N.N.KHUSENOV, O.S.TURAEV, M.O’.MATKARIMOV, F.N.KUSHANOV  

Molecular studies on Fusarium wilt disease of cotton 
Fusarium wilt is one of the most dangerous diseases of crops. Today, the main part of crop yield is lost 

due to this disease.This review describes molecular studies of Fusarium wilt disease of cotton, caused by 
Fusarium oxysporum f. sp. Vasinfectum, as well as researches of Uzbek and world scientists for identification of 
markers, which are associated with Fusarium wilt resistance. Simultaneously with this the concreat results 
obtained at this field in collaboration with colleagues from the world's leading research centers and universities 
have been presented. 
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